R ZE N bL R e 2

X - B/ &g

\[re HERE S (A A B R AT DU 22201 1 - EBI B Z2 i /822 B8 (National Research
ﬁCouncil) FrEgmey "B HE R | (B HER - Rt B R YERT K 75
FEELOYE > IFR2 I VAR S - AN IR - BEER S T E st
o REEPREE - FERFVEEAEERR - TR DI ERI R B S R AE201 541 H BITE & 3
G R T REUERSE ) 15 (The Precision Medicine Initiative ) 2 o fif% » FEUERS B —
A - BRI - RERRIEE MESR BRIZE  aF > THRARIE
HIEE - TR - HEHE - Ut EREEAITES | - KT - FEUE R FTIS R A T TR
B2 sEEBTEE AR - SRR RO A RS R E R R E
SPERNEERTAEEENZE - i ERREREY - WA EEEZENEER E3&
TEEEL - FER AR AT E RS - R BB EVIR - B TR MEERIEIER
TR ETZHHR » KRR amEE TR R SR 7 Bl PR B8 JE FH BX A0 (7] Bl Bl & DA
JERFAE R - AREEZEICR - O —FAINEERE ) &
am AT B B == SR SR RS Bt TR R PR B2 B BIE 3+ 2R A (H A {LEE B (Personalized
Medicine) * ZEIE- N FEE
BH—yaFE—m#EA (all
fit) - MR B S 6
72 G B iy ol E R B
DIz i KRR i/ NRIE
M EE R R
EE— PR A2 R —
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B2 (Translational Medicine
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HEDR TR R ) FSERRA SR B IR 1%+ o 0 B T e B AT M B PR BR BB I 4> T
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TRy 2 BRIHE ERE BN - ABE 2T 200 5 TRIE RS e B b B A (e b B 3%
BEN—H  H—  EHRRE SRR LOBERE - RS RERERE £ @ik
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